Methods

 TROPZ2 has been identified as a potentlal target for antlbody drug conjugates in NSCLC.2 + Serial sections taken from 36 commercial NSCLC samples that qualified for the study (primary and metastatic) were distributed to 12 real-world pathology laboratories across
eight countries, independently stained with the RUO TROP2 immunohistochemistry assay, scanned, and whole-slide images uploaded for analysis by 36 pathologists (thoracic
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« The full RUO device included the staining platform (VENTANA® TROP2 [EPR20043] RUO assay, OptiView® detection kit, BenchMark® ULTRA staining instrument), the digital
pathologists’ annotations to identify tumor areas and sub-cellular compartments of individual platform (VENTANA DP200/DP600 scanners), the image management system (Navify® Digital Pathology), and the TROP2 NMR RUO algorithm (Roche Diagnostics, Tucson,

tumor cells (i.e. membrane and cytoplasm) across the whole slide image and measures TROP2 Arizona, US).
expression in the membrane relative to the cytoplasm to produce the TROP2 NMR.# * The case set included 18 negative (TROP2 NMR >0.563) and 18 positive (TROP2 NMR <0.563) cases; agreement rates were calculated between readers at each site and
across sites with the case-level mode used as the reference status for comparing agreement.
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